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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Support surfaces are disclosed that are designed to support molecules or 

molecular assemblies immobilized thereon so that the molecules or 
molecular assemblies can be observed in single molecule detections 
systems, where the support surfaces have reduced background and the 
fluorescent labels associated with the immobilized molecules or 
molecular assemblies have longer active lifetimes prior to permanent 
photo-bleaching or deactivation and have improve fluorescence properties 
and where the surfaces have more uniform fluorescent properties. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB The sequence of a target polynucleotide can be determined by: (i) 

contacting the target polynucleotide with a polymerase enzyme and one of 
the nucleotides A, T(U), G, and C under conditions suitable for the 
polymerase reaction to proceed; (ii) measuring the time 
taken for the polymerase to bind to and subsequently 

dissociate from the target polynucleotide, to thereby determine whether 
the polymerase has incorporated the nucleotide onto the target 
polynucleotide; (iii) optionally repeating steps (i) and (ii) with 
additional nucleotides, to thereby identify the sequence of the target 
polynucleotide . 
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NOVELTY - Identifying the sequence of or a mutation in a target 
polynucleotide by contacting the target polynucleotide with a polymerase 
enzyme and one of the nucleotides A, T (U) , G and C and measuring the 
time taken for the polymerase to bind to and 

subsequently dissociate from the target polynucleotide to thus determine 
or identify whether the polymerase has incorporated the nucleotide onto 
the target polynucleotide or whether a mutation exists. 

DETAILED DESCRIPTION - Identifying the sequence of or a mutation in 
a target polynucleotide comprises: 

(a) contacting the target polynucleotide with a polymerase enzyme 
and one of the nucleotides A, T (U) , G and C under conditions for the 
polymerase reaction to proceed; 

(b) measuring the time taken for the polymerase 
to bind to and subsequently dissociate from the target 

polynucleotide, to thus determine or identify whether the polymerase has 
incorporated the nucleotide onto the target polynucleotide, and with 
reference to the native sequence of the target, 
determine whether a mutation exists; 

(c) optionally repeating steps (a) and (b) with additional 
nucleotides, to thus identify the sequence of the target polynucleotide. 

USE - The method is useful for identifying the complete target 
polynucleotide sequence or the sequence of a part of the polynucleotide. 
It is particularly useful for determining the presence of mutations within 
the target e.g. determining whether a substitution, deletion or addition 
has occurred compared to a control or reference sequence, specifically for 
identifying a single nucleotide polymorphism in a genetic sample and thus 
determine the identity of the nucleotide ( s ) at the putative site of 
mutation . 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A method for detecting the presence or absence of a genetic variation at 

a polymorphic site in a nucleic acid analyte in a sample is provided. 
The method comprises a series of steps used to form captured wild type 
complexes and captured variant complexes that are detected and counted. 
The method is carried out using first and second differential 
hybridization probes, first and second capture probes, and first and 
second solid substrates, each having a detectable signal. The invention 
also provides for kits for carrying out the assay. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Compositions and methods for the therapy and diagnosis of cancer, 

particularly colon cancer, are disclosed. Illustrative compositions 
comprise one or more colon tumor polypeptides, immunogenic portions 
thereof, polynucleotides that encode such polypeptides, antigen 
presenting cell that expresses such polypeptides, and T cells that are 
specific for cells expressing such polypeptides. The disclosed 
compositions are useful, for example, in the diagnosis, prevention 



and/or treatment of diseases, particularly colon cancer. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Compositions and methods for the therapy and diagnosis of cancer, 

particularly pancreatic cancer, are disclosed. Illustrative compositions 
comprise one or more pancreatic tumor polypeptides, immunogenic portions 
thereof, polynucleotides that encode such polypeptides, antigen 
presenting cell that expresses such polypeptides, and T cells that are 
specific for cells expressing such polypeptides. The disclosed 
compositions are useful, for example, in the diagnosis, prevention 
and/or treatment of diseases, particularly pancreatic cancer. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Compositions and methods for the therapy and diagnosis of cancer, 

particularly colon cancer, are disclosed. Illustrative compositions 
comprise one or more colon tumor polypeptides, immunogenic portions 
thereof, polynucleotides that encode such polypeptides, antigen 
presenting cell that expresses such polypeptides, and T cells that are 
specific for cells expressing such polypeptides. The disclosed 
compositions are useful, for example, in the diagnosis, prevention 
and/or treatment of diseases, particularly colon cancer. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Compositions and methods for the therapy and diagnosis of cancer, 

particularly ovarian cancer, are disclosed. Illustrative compositions 
comprise one or more ovarian tumor polypeptides, immunogenic portions 
thereof, polynucleotides that encode such polypeptides, antigen 
presenting cell that expresses such polypeptides, and T cells that are 
specific for cells expressing such polypeptides. The disclosed 
compositions are useful, for example, in the diagnosis, prevention 
and/or treatment of diseases, particularly ovarian cancer. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Compositions and methods for the therapy and diagnosis of cancer, 

particularly colon cancer, are disclosed. Illustrative compositions 
comprise one or more colon tumor polypeptides, immunogenic portions 
thereof, polynucleotides that encode such polypeptides, antigen 
presenting cell that expresses such polypeptides, and T cells that are 
specific for cells expressing such polypeptides. The disclosed 
compositions are useful, for example, in the diagnosis, prevention 
and/or treatment of diseases, particularly colon cancer. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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SUMM [0001] This invention relates generally to a method for 
determining the sequence of a nucleic acid target at a 

polymorphic site. More specifically, the invention relates to a method 
of determining sequences. 
SUMM . . . examining these variations, scientists have been able to 
correlate specific traits, conditions, or diseases to particular 
variations in the genetic sequence. Consequently, 
determination of a genetic sequence at a particular 

location, commonly referred to as a polymorphic site, can enable the 

diagnosis of certain genetic diseases, and. 
SUMM [0003] Several techniques for determining the particular 

sequence at a polymorphic site have been reported in the 

literature. Specific methods include those based on oligonucleotide 

ligation and primer. 
SUMM . . . and the other complementary to the natural or "wild type" 

sequence. Based on the hybridization results, it is possible to 

determine which sequence, i.e., the variant or wild 

type, is contained in the target. A specific example of this technique 
is described in. 

SUMM . . . passed through a flow cytometer for detection of the label from 
the originally hybridized complementary labeled oligonucleotide (if 
present) and determination of the bead type. Sequence 
differentiation is based on whether the label from the originally 
hybridized complementary labeled probe is detected from the captured 
complex : . 

SUMM . . . each bead. Thus, while multiplexing is nonetheless possible 

with this approach, such competitive hybridization assays are not easily 
adaptable for sequence determination at other sites. 

Thus, there remains a need to provide assays that determine nucleic acid 
sequences easily and in a. 
DETD . . . via hydrogen bonds to complementary sequences. Finally, the 
temperature of the mixture is increased to about 72° C, during 
which time the polymerase binds and 

extends a complementary strand from each primer. Since the sequence 



being amplified doubles after each sample, a theoretical amplification. 

DETD ... of captured variant complexes is indicative of the presence of 
the variation. Relative comparisons such as these are sufficient to 
determine the sequence at a known polymorphic site. 
Additional techniques can be used, however, to obtain even more 
information . 

DETD . . . determined using standard techniques known in the art. For each 
of the differential hybridization probes, it is first necessary to 
determine the sequence for each polymorphic site, 

i.e., the wild type and variant sequences. The wild type and variant 
sequences can be determined. . . the relevant texts and databases 
providing wild type and variant sequences, such as the GenBank database 
(Bethesda, Md.). Once a sequence has been determined 
, the corresponding complementary sequence is included in the 
appropriate differential hybridization probe. That is, a region 
complementary to the polymorphic site corresponding to the. 
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